
GENESEQTM on STN®

GENESEQTM (file DGENE) covers peptide and nucleic acid  
sequences from the basic patent publications of 52 authorities  
of the Derwent World Patents Index (DWPI).

DGENE offers three sequence searching methods
•	 BLAST for advanced similarity searching based on NCBI BLAST® algorithm

•	 GETSIMfor advanced similarity searching based on FASTA algorithm

•	 GETSEQ for simple fragment ormotif sequence queries

Biosequences in DGENE
•	 Peptide and nucleic acid sequences from1981 to date

•	 From the basic patent publications of 41 authorities of DWPI

•	 Organism and sequence length

•	 Feature tables formodifications and other features

DGENE records also provide
•	 English abstracts written per sequence by Clarivate Analytics experts
•	 Enhanced patent titles and bibliographic data fromDWPI

•	 Integrated Patent Family and Legal Status display

•	 Full-text links to Esp@cenet and the USPTO

GENESEQTM is produced by Clarivate Analytics and is provided on STN® as  
file DGENE in association with FIZ Karlsruhe.

www.stn-international.com
STN is operated jointly by CAS and FIZ Karlsruhe
worldwide and is represented in Japan by JAICI.
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